K288 4.64b C-N304 ECL2 C 0.992 0.954 L245 3.48b C-N320 5.50b C/A162 1.57b C-C403 7.58b 0.493 0.400 W284 4.60b C-L307 5.37b C 0.612 0.267 L245 3.48b C-N320 5.50b C/L189 2.59b C-C236 3.39b 0.678 0.406 W284 4.60b C-I308 5.38b C 0.790 0.504 L245 3.48b C-N320 5.50b C/A238 3.41b C-V281 4.57b C 0.808 0.710 V281 4.60b C-L311 5.41b C 0.982 0.558 L245 3.48b C-N320 5.50b C/L255 3.58b C-K346 6.35b C 0.766 0.610 F280 4.56b C-L311 5.41b C 0.794 0.514 L245 3.48b C-N320 5.50b C/E139 1.34b C-A208 ECL1 C* N/A N/A L245 3.48b C-N320 5.50b C 0.532 0.235 I317 5.47b C-G361 6.50b C/S193 2.63b C-M233 3.36b C 1.169 1.514
I317 5.47b C-G361 6.50b C 1.273 1.816 I317 5.47b C-G361 6.50b C/G248 3.51b C-T353 6.42b C 0.457 0.146 I317 5.47b C-V365 6.54b C 0.560 0.344 I317 5.47b C-G361 6.50b C/A239 3.42b C-P277 4.53b C 0.503 0.152 N320 5.50b C-I357 6.46b C 0.346 0.127 A162 1.57b C-C403 7.58b 0.479 0.276 E139 1.34b C-A208 ECL1 C 0.529 0.318 A238 3.41b C-V281 4.57b C 0.919 0.631 L255 3.58b C-K346 6.35b C 1.002 1.214 * Cloning failed and no protein was expressed.
# Monodispersity: the percentage of monomeric fraction in total fractions in SEC. The data were calculated by dividing the values of mutants by the values of controls.
σ Yield: the heights of mutants' monomeric fractions divided by the values of controls in SEC. Note: we did not take into account the aggregation fractions. Therefore, this value may not represent the expression level of mutants since the purification result correlates with both expression level and extraction efficiency from the membrane. The latter usually reflects protein stability and sometimes it is more important for purification.
Color codes: >115% control (green); 85%-115% (white); 55%-85% (yellow); <55% (red).
Bold indicates the mutations that included in the final crystallization construct.
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Supporting information, sup-2 Therefore, the data were not reliable and not presented here. Tm values were relative to controls and absolute values for representative mutations are shown in Fig. S1 .
Monodispersity and yield color codes: >100% of control (green); 85%-100% (white); 55%-85% (yellow); <55% (red).
Tm color codes: mutations with increased and decreased values compared to controls are marked in green and yellow,
